Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.032; wR factor = 0.085; data-to-parameter ratio = 17.3.
Related literature
For background to the 2-[(carboxymethyl)sulfanyl]nicotinato ligand, see : Wang & Feng (2010) . For related compounds, see : Jiang et al. (2012) . For metal complexes with 2-mercaptonanicotinate ligands, see: Humphrey et al. (2006) ; Sun et al. (2011) .
Experimental
Crystal data [Cu(C 8 Table 1 Selected bond lengths (Å ). 
Table 2
Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) (Wang & Feng, 2010) . 2-Mercaptonanicotinic acid is a multifunctional ligand, and some complexes containing 2-mercaptonanicotinate ligand have been previously investigated (Humphrey et al., 2006; Sun et al., 2011) .
The 2-carboxymethylsulfanylnicotinic acid is an interesting ligand because of its potential versatile coordinate behavior.
Recently, only three metal compounds have been reported about 2-carboxymethylsulfanyl nicotinic acid (Jiang et al., 2012) . Herein, we report the synthesis and structure of the title compound. was needed to keep pH value of 11. CuCl 2 .2H 2 O was added and stirred for 2 h. The resulting solution was placed for 2 days, and the crystals were filtered off, giving blue crystals of the title compound for X-ray analysis.
Refinement
The carbon-bound H-atoms were positioned geometrically and included in the refinement using a riding model [aromatic C-H 0.93 Å and aliphatic C-H 0.97 Å, U iso (H) = 1.2U eq (C)]. The oxygen-bound H-atoms was located in a difference
Fourier maps and refined with the O-H distance restrained to 0.83 (2) Å and U iso (H) = 1.2U eq (O).
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008. supplementary materials
Figure 1
A view of the molecule of (I) showing the atom-labelling scheme with displacement ellipsoids drawn at the 30% probability. Symmetry codes: (A) -x + 2,-y + 1,-z + 1.
Figure 2
A view of the two-dimensional layer structure of (I). 
